Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.052; wR factor = 0.143; data-to-parameter ratio = 22.1.
Related literature
Hydrogen-bond geometry (Å , ). Comment p-Hydroxybenzoic acid, which can be regarded as a planar aromatic molecule that can form various hydrogen bonds through its different functional groups, has been found to interact with varied cations, such as decyl(trimethyl)ammonium and hexamethonium, to form different crystal structures (Marsh et al., 2001; Yang et al., 2010) . Herein we report the crystal structure of tetrabutylammonium p-hydroxybenzoate dihydrate, (n-C 4 H 9 ) 4 N + .C 7 H 5 O 3 -.2H 2 O, in which the carboxyl group of p-hydroxybenzoate anion retorts a small angle of 10.01 (8)° with respect to the phenyl ring and two C-O bonds of the carboxyl group tend to be average (1.264 (2) Å and 1.2553 (18) Å) for the elimination of the proton. The anion makes full use of two independent water molecules to form various O-H···O hydrogen bonds to generate the wide hydrogen-bonded ribbon along the a axis (Fig. 2) . In addition, four neighboring tetrabutylammonium cations construct un-closed diamond-like channels to contain the hydrogen-bonded ribbons to generate the final stable structure (Fig. 3) . Obviously, water molecules, as a kind of linking unit, play an important role in constructing this structure. 
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Refinement
All non-hydrogen atoms were refined with anisotropic displacement parameters, and all the hydrogen atoms bonded to carbon were introduced into idealized dispositions. And the hydrogen atoms bonded to oxygen atoms were placed in difference map with fixed distance of 0.86 Å.
Figures Fig. 1 . Thermal ellipsoid plot of the title compound at the 30% probability level; hydrogen atoms are drawn as spheres of arbitrary radius. 
